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TheBiotechnolo^^^ 

Center (STIC) detected errors when processing in ^ 
form: 



Application Serial Number: 



Source: 



Date Processed by STIC: 



oiMJ2I 

-OlfL- 



Checker Version 3.0 

• 7 tLf the art Windows based software program 
The Checker Version 3.0 ^ZXt^tolccY whether a sequence listing is in 

Property Organization (WIPO) Standard STJ5. of Checker, and is Y2K- 

Checker Version 3 .0 replaces the previous DOS ^ based ve form 
STpliant. Checker allows public users ^^^^i^ Office (USPTOV 
(CRF) before submitting them to the United Mes P *en ^ ^ ^ errored ^ quence 

Use of Checker pnor to filing the sequence listing is exp 
listings, thus saving time and money. 

. a a frnm the T! g pTO website at theJ oUowini 

- htt^A^ us P to g° v/web/0A " r 



OIPE 



RAW SEQUENCE LISTING 673 
PATENT APPLICATION: US/OS/eo 



DATE: 10/27/2000 
TIME: 08:22:54 



c ^ ..vi044B-08B001Seqlist.ST25.txt 

oTput S-': K; V XCK F 3M0 27 2000M 6 8 667 3.raw 



Does Not Comply 
Corrected Diskette Needsd 



3 <U0> *^«^ T ; "SSoH-ISl A NOVEL HUMAN DUAL 

9 < 14 0> CURRENT M*""^ s 2000-10-11 
o <141> CURRENT FILING DATfc. 
9 9 ^ 60> NUMBER OF SEQ II NO^ 8 
11 <170> SOFTWARE: Patentln vers 

13 <210> SEQ ID NO: 1 

14 <211> LENGTH: 839 
i k ^91 ?> TYPE : DNA 

i 6 <213> ORGANISM: Homo sapiens 
18 <220? FEATURE: 

£ 2£ ESS- "■■<"'■ 

24 

5? gcg ctg ctg .cc g .o ct, c« ^ ^ HI £ 

28 Ala Leu Leu GIu Ala Gl/ 15 

29 5 „„ aaa qtg ccg ggt egg gcg 

S S ST. S 2 '» S 5 S W ;» - ™ - 

s „ «« «. =,c u. K s - s s s s s 

36 Trp Tyr His Arg He Asp Pro ^ 
•>-> 40 aac gag aac gtg 

5 ™ *■ - S S S 2 S '.p H - « 



. r s s s s «. - « G1 ° » 

40 Ar g Ser Leu 60 t 

S at c acc atg aac gag gag «c 9*9 £ ^ cys 

44 lie Thr Met Asn Glu Glu Tyr 80 

4 5 70 _ ' atc aag cag ctg egg etc 

47 cag gag tgg aag °£ «J ^ Gin Leu Arg Leu 

48 Gin Glu Trp Lys Arg Leu Giy g5 

49 85 , Z r arc ttg gac aac etc cag aag 

51 gac atg act ggg atc ccc -cc ttg g ^ ^ ^ Lyg 

52 asp Met Th.r Gly lie Pro u() 



gcg gee acc 
Ala Ala Thr 

ccg acg ctg 
Pro Thr Leu 
20 

cac egg gac 
His Arg Asp 
35 

ctg ccg ttg 
Leu Pro Leu 
50 

cgc ggg 9t9 
Arg Gly Val 



s « - r s i s ss s ™ s - " - 

56 Phe Ala Leu Lys Tyr ^ 



rue --- - 125 

.SES5SSSESSSSS 



57 
59 
60 
61 



aac tct tea 
Asn Ser Ser 

age aca gta 
Ser Thr Val 
100 

gga gtc caa 
Gly Val Gin 

115 
gtg cat tgt 
Val His Cys 
130 

tac ctg att 
Tyr Leu He 



atc gec aag 
He Ala Lys 




1' 



55 



103 



151 



199 



247 



295 



343 



391 



439 



487 



535 



f 1 le://C:\CRF3\Outhold\VsrI686673.htm 



io/: 



65 
67 
68 
69 
71 



DATE: 10/27/2000 
SAW SEQUENCE LISTING „ TIME: 08:22:54 

PATENT APPLICATION: US/uy/o-°, 

, «,„t • AA10448-088001Seqlist.ST25.txt 
Output Set: N;XCHE3M0 2 7 2 OO0M 6 86673.raw 

2S = S = = = = ~ = = SS = = 

£ ~ ~ « - •» :f. K S K X SI £ S! S S 

Phe 



„ u . « s "i s s s s s: s ~ - « - 

76 val He ser Lys Thr taaqcccag a cttgacgtaa 

™ ~»ss = ssss se~u 

86 <210> SEQ ID NO : 2 

87 <211> LENGTH: 201 

07 Tvr Pro Thr Leu Leu Tyr n». 30 

102 35 tpu Arg ser Leu Thr Arg Gin Leu val Gin Asp 

105 Ala Leu Pro Leu Arg 60 ^ 

106 50 rlv val He Thr Met Asn Glu Glu Tyr 61u Thr g ^ 
109 val Arg Gly Val 75 ^ Arg 
S Cys A S n ser Ser Gin Glu Trp Lys Arg Leu Gly « 

- Leu ser Thr Val S P ~ Thr Gly JJ. *» Thr Leu Asp 

lis 100 , r«« Tvr Gin Ser Leu Gly Gin Cys 

£ Lys Gly val Gin Phe Ala Leu ys Tyr 

122 val Hi cys Lys Ala Gly Arg ser Arg ser A a Thr 

125 Tyr val His cys 14U 

126 130 tip Gin Val His Lys Trp Ser Pro Glu Glu Al 

155 Gln Leu 

130 145 s i tvs He Arg Ser Tyr He His He Arg ?r 
13: JAla He Ala Lys lie 

S Asp val Leu Lys Glu Phe His Lys Gin 

138 „. Tlp S er Lys Thr 

/-iw Thr Phe Val lie 

141 asp Gly Ttir fiie 200 

142 i95 

145 <210> SEQ ID NO: 3 

146 <2H> LENGTH: 606 
,,, ^91 2> TYPE: DNA 

"'a S 3 > ORGANISM: Homo sapiens 
150 <400> SEQUENCE: 3 



631 



686 



746 
806 
839 



10/27/00 



file://C:\CRF3\Outhold\VsrI686673.htm 



RAW SEQUENCE LISTING ?3 
PATENT APPLICATION: US/09/»»°' 



DATE : 10/27/2000 
TIME: 08:22:54 



. c„ t ■ A.\10448-088001SeqliSt.ST25.txt 
OutputTet': N:XCHE3M0 2 7 2 000M68 6 673.ra W 

tactcttcta cccgacgctg 

151 atggcgg cca yegg WJ^g — I a cg^g ££££ 
153 ctctacaccc tgttccgcgg g * ccgttgcgga acttgacgcg ■ 

155 atcgacccca ccgtgctgct gg g^ atgaacgagg agtacgagac g £ 
157 caggacgaga acgtgcgcgg J ggagtcgagc £ 

171 acatga 

s; sis ^ ^2m ^ 

i 7 7 ; sJ<fc^^ ' 

S SSf5^« s — sequence 

i' B5 <400> SEOU f CE u 4 ^ Hig Leu Tyr Le u Gly Ser Tyr er 

187 Gly Pro Ser Glu lie 1Q g 

188 1 nl * Leu Ala Leu Leu Lys Lys Leu Gly lie 

190 Ala Ser Glu Ala Asn Leu ax 30 

191 20 „ r!u Val Pro Asn Pro Phe Glu Leu Asp Lys 
"3 val He Asn Val Thr Glu Glu Val 

194 35 arc His Tyr Thr Asn Ala Tyr He Ser Lys Asn 

196 Lys Asn Asp Arg Hxs Tyr 6 

197 50 pro Asn V al Asp Asp His lie Tyr 

199 Phe Thr Tyr Leu tin lie „ 

200 65 . ™ u Thr Lys lie ser Lys Tyr Phe Asp Glu 
20' lie Ala Trp Asn Hxs Glu Ti»r 95 

'»! v., » - «». - - - s; - n * 011 r, ; 

212 130 „. c T]e Lys Glu Arg Arg Cys Pro He He Ser 

214 Tyr val Tyr Hxs He L/s 155 

215 145 Leu T ie Glu Tyr Glu Arg Lys 

217 Phe Gly Phe Leu Arg Gin Leu ^ 

218 „ <- 

220 <210> SEQ ID NO: 5 

221 <211> LENGTH: 172^ 

222 <212> TYPE: PRT ^ iclal/Dn kno» 

223 <213> ORGANISM: ^Artxfxcxax/ ^ 

725 <220> FEATURE: 

225 - „,„™. VARIANT 

(1) . • (172) 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
606 



Jt cat t tcaaag 600 ^ 

Unsown Of 
(C^nMs/yeu'is) 



226 <221> NAME/KEY: 

227 <222> LOCATION: 



[J h jew* 



•//C:\CRF3\Outhold\VsrI686673. 



10/27/00 



DATE: 10/27/2000 
TIME: 08:22:54 



input Set 
_QUt-pnt Sflt: 



R.M0448-088001Seqlist.ST25.txt 
„.:^M0272000\I6866 7 3 . r aw 



INFORM ATION : Xaa - Any ^0 °^ ^ 
23 h^Wr^T»-T-- Leu Tl 7 r Leu Gly ser Tyr Ser Asp 

240 35 Agn Glu Tyr He Ser Lys Gly ser 

242 Lys Asn Asp Arg Tyr Tyr Tnr a* g0 
"3 *0 ue * 0 Mn val asp As P He Tyr Tyr H» He 

phe Thr Tyr Leu Gin iJ-t- r ?5 

- Glu Phe X. Clu ASP Ala Glu L YS Lys Gly Gly Lys Val Leu 

cys G l„ Ala S val ser Ar g Ser Ala - - Val £ - - - 
2 5 I" r ser IZ Ar g Asp Ala Tyr Asp Phe Val Tyr 

\„ Met Lys Thr Ar, Asn Leu Ser ^ 

£5 val Tyr His lie Lys Glu Ar g Arg Cys Pro Ue 
HI iU Phe Leu Arg Gin Leu He Glu Tyr Glu Lys 

266 <210> SEQ ID NO: 6 

267 <2H> LENGTH: 13 

268 <212> TYPE : PRT 



IH f 2 \l O^ANISM^i^cial/OnKnown 

271 <220> FEATURE: — 

272 <221> NAME/KEY: VARIANT 
27 3 <222> LOCATION: (!)• -(D 



( 



773 <222> LOCATION: (l)--(D _ n V al, Met, or Phe 

274 <223> OTHER INFORMATION: Xaa - Leu, 
977 <220> FEATURE: 

278 <221> NAME/KEY: VARIANT 

279 <222> LOCATI ^i n ^' TI oN- active site, signature 

280 <223> OTHER INFORMATION . 

283 <220> FEATURE: f 

284 <221> NAME/KEY: VARIANT 

285 <222> LOCATION: t 4 )-;^ = Any Amin o Acid 

286 <223> OTHER INFORMATION: Xaa Any 
289 <220> FEATURE: 
2 2 8 90 <221> NAME/KEY : VMIAM 

991 <222> LOCATION: (10)..tru> j r cys 

2 92 <22 3> OTHER INFORMATION : Xaa - Ser, 
29 5 <220> FEATURE: 
f 9 6 <221> ^E/KEY: ™*™ 

297 <222> LOCATION: (U';^' _ Ser , Th r, Ala, Gly 

298 <223> OTHER INFORMATION: Xaa 
301 <220> FEATURE: 



f 



J 

or Pro 



://C:\CRF3\Outhold\VsrI686673. 



10/27/00 



SAW SEQUENCE LISTING ?3 
PATENT APPLICATION: US/us/o 



DATE: 10/27/2000 
TIME: 08:22:54 



. co t ■ R .\10448-088001Seqlist.ST25.«t 
£S£t Set": N;XCH F 3M0 2 7 2 000M 6 8S673.ra W 



ft 



oc-> 



302 
303 
304 
307 
308 
309 
310 
313 
315 
316 
318 
319 
320 
321 
323 
324 
325 
326 
329 
330 
331 
• 332 
335 
337 
338 
340 
341 
342 
343 
345 
346 
347 
348 
351 
352 
353 
354 
357 
>/359 
360 
362 
363 



Any Amino A^cid 



<22 1> NAME/KEY: VARIANT 
<222> LOCATION: (12).. (1^1 
<223> OTHER INFORMATION : Xaa 
<220> FEATURE: 
<221> NAME/KEY: VARIANT 

<222> LOCATION: „ Leu , Ue , Val Met, Phe. or T yr 

<223> OTHER INFORMATION : Xaa - Leu, ^ ^ 

iTJsZf^ ^ <** ™ ^ x - t xaa xaa x " 

1 - • -~ 5 '' ' 

<2T0> SEQ ID NO: 7 
<211> LENGTH: 7 ( 

<220> FEATURE: 
<221> NAME/KEY: VARIANT 
<222> LOCATION: (1) • • ( 7 ) 
<223> OTHER INFORMATION: 
<220> FEATURE: 
<22 1> NAME/KEY: VARIANT 

<222> LOCATION: ( 1 > mT <' ) . f sequ ence 
<223> OTHER INFORMATION: mot it seq 
<400> SEQUENCE : 7 
Cys Xaa xaa Xaa Xaa Xaa Arg 

1 5 




Xaa = Any Amino Acid 



<2 10> SEQ ID NO: 8 



ot 



<211> LENGTH: 21 

oloANl-^cial/UnKnown 

<220> FEATURE: 

<22 1> NAME/KEY: VARIANT 

<222> LOCATION: f 1 )-^'' = Any Amino Acid 
<223> OTHER INFORMATION: Xaa * 
<220> FEATURE: 
< <221> NAME/KEY: VARIANT 

<222> LOCATION : (20) . • (2°) or Jle 

<223> OTHER INFORMATION. Xaa 

<400> SEQUENCE : 8 Xaa ser Arg sex Xaa Thr Xaa 

Val Xaa Val His Cys Xaa Xaa Y ^ 15 

1 5 _ 

xaa Ala Tyr Xaa Met 

20 



://C:\CRF3\Outhold\Vsrl686673.: 



10/27/00 



DATE : 10/27/2000 
VERIFICATION SUMMARY TIME : 08:22:55 

PATENT APPLICATION: OS/09/686,673 

t. = rt ' A-\10448-088001Seqlist. gT25.txt 
Output'set: N = XCKr3M0 2 7 2 000M686673.ra W 

k r differs Replaced Current Application No 
c: Current APPUcatio. ^^US Current Fllln, Date 
C: current Filing Date ditre 



L:9 M:270 C: 

L;9 M:271 c: current Fxixn a -^ ----- Qr gEQ ID# 

L:3 15 M:341 «: (46) n or ^» for £EQ „, 

L;3 37 M:341 W: 46 » £ used , for SEQ IDt 

L;359 „ :3 41 W: 46 n_ or ^ ^ S£ , Q ID , 
L:362 M-.341 W: (46) n 



,//C:\CRF3\Outhold\Vsrl686673.: 



10/27/00 



